Supplementary Figure 2.

<
oi

m
0 Q v o ©°
-~ - o o

obeJany [e30] Woi QY 8ouessiq |

616698160
60L11566°0
116801660
7162186'0
9¥ST9698°0
291811660
16129986°0
99TTEE660
£28ET986°0
98LZLY66°0
827270660
L7S0Z9EE0
ZEETG986°0
19€81666°0
969929980
867512060
7SE60SPS0
88GZIELE0
£7822L18°0
G€256L66°0
7860168L°0
698LET8E0
912190070
6LL71S1Z0
2SS6LYL0
7108988170
226175700
662155260
VEEVELBRD
120LL80T°0
97962060
£9065.88°0
96€58968°0
£8€G618L°0
818L95L5°0
168788760
986210050
LEBITLEED
16€2089T°0
6£995.86°0
£6688095°0
2EYOVTESD
€0687256°0
97E8Y200°0
V16216660
66G2926'0
S0¥96L76°0
29687760
6ET07566°0
9S8YTLE'D
99165966°0
701968660
€LLYL66°0
98Y7.7586°0
LLEETS66'0
LyT¥9186°0
£6162£L2°0
£8065566°0
26262556°0
86607686°0
GEZL0L66°0
85.8¥266°0
709¥5786°0
£2061986°0
18¥266°0
61692886°0
269951660
61009860
€0LESTE6°0
Ly768596°0
1G0€8186°0
955¥¥956°0
T
8161£666°0
6082GLL6°0
G18822€6°0
60L¥22L6°0
22969866°0
G2EVP296°0

Proportions of Targeted Proteins From Total Protein Entries
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Organism ID

This figure shows the L1 distance distributions of the protein amino acid composition of each organism.

Upper blue shows those between each protein and its overall central, average composition. Lower red

shows those between each protein and each proteome centeral, each average composition. Middle gray
shows each proportion of targeted (included) proteins from the total protein entry list of the reference

proteome (from Figure 1).

If we exclude the proteomes of species with high exclusions, both the distribution of amino acid

composition distances from the total center and the distribution of amino acid composition distances

from each center of the proteome proteins were surprisingly uniform across organisms.

For reference, dotted lines are added to both distributions at the distance value of 0.2 used as the cutoff

in Figure 4 (b) and (d).



