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Abstract: In this work we applied tensor decomposition based feature extraction to gene
selection from gene expression profiles of melanomas of single-cell RNA sequencing
(scRNA-seq) aiming for a gene set that is expressed without depending on the samples
(melanomas). We performed an enrichment analysis of the selected gene set and

consequently obtained terms of pathways and Gene Ontology (GO).
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1 cyb53.1.CD45.pos 13 | ¢y79.p1.CD45.pos.PD1.pos 25 | CY88CD45

2 | CYh8.1.CD45 14 | cy79.p3.CD45.pos.PDl.neg | 26 | CY88CD45P0OS

3 cy58.1.CD45.pos 15 | ¢y79.p3.CD45.pos.PD1.pos 27 | cy88.cd.45.pos

4 cy60.1.cd.45.pos 16 | cy79.p4.CD45.pos.PD1.pos 28 | CY89A.Core.15

5 | CY65.POS 17 | cy79.p5.CD45.pos.PD1.pos | 29 | CY89COREQ1

6 | Cy67.CD45pos 18 | cy80.CD45.neg 30 | CY89A.CD45.POS
7 Cy72.CD45 19 | cy80.Cd45.pos.PD1.pos 31 | cy94.cd4bpos

8 | cy72.CD4b.pos 20 | cy80.CD45.pos.PD1.pos 32 | CY94CD45P0S.1
9 Cy74.CD45 21 | cy80.Cd45.pos.Pdl.neg 33 | cy94.cd4bneg.cd90pos
10 | cy74.CD45.pos 22 | Cy81.FNA.CD45 34 | monika

11 | CY75.1.CD45.CD8 23 | cy82.CD45.pos 35 | SS2

12 | cy79.p1.CD45.pos.PD1.neg 24 | cy84.Primary.CD45.pos
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Term Overlap Adjusted P value
Ribosome 80/158 1.5647E-100
Coronavirus disease 81/232 1.44554E-85
Antigen processing and presentation 18/78 1.96372E-14
Viral myocarditis 13/60 5.07317E-10
Shigellosis 23/246 5.43221E-10

# 3: KEEG Human 2021 (27 = £)
Term Overlap | Adjusted P value
cytoplasmic translation 80/93 2.6105E-130
SRP-dependent cotranslational protein targeting to 79/90 2.6105E-130
membrane
cotranslational protein targeting to membrane 80/94 8.5847E-130
protein targeting to ER 79/103 | 4.8104E-121
nuclear-transcribed mRNA catabolic process, 80/113 | 8.4999E-118
nonsense-mediated decay

# 4: GOBP 2021

Term Overlap Adjusted P value
RNA binding 137/1406 | 2.85176E-70
cadherin binding 35/322 5.56922E-17
mRNA binding 30/263 3.76576E-15
ubiquitin ligase inhibitor activity 7/8 1.50822E-10
ubiquitin-protein transferase inhibitor activity 7/9 5.35496E-10

% 5: GOMF 2021




Term Overlap | Adjusted P value
cytosolic large ribosomal subunit 47/55 3.40743E-75
large ribosomal subunit 47/59 1.48524E-72
ribosome 42/62 1.39259E-59
focal adhesion 75/387 7.14183E-58
cell-substrate junction 75/394 2.32508E-57

% 6: GOCC 2021
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